While conducting a follow-up study further detailing the mechanism of CAF-1 mediated histone deposition, we were unable to reproduce the stoichiometry measurements in Fig. 4b-d , and Fig. 5 in Winkler et al. These data originally led us to conclude that one CAF-1 molecule binds one (H3-H4) 2 tetramer. We now realize that traditional stoichiometry plots are not ideal, as the determination of the inflection point relies quite heavily on a very small portion of the data. Using a number of complementary approaches (i.e. Job Plots, AUC, and SEC-MALS), we are now certain that one CAF-1 complex binds only ONE H3-H4. The correct stoichiometries have now been recently published by ourselves and one other group (1, 2) .
We wish to emphasize that the experimental data shown in Fig. 6 are still consistent with our current model that two CAF-1 molecules can bind to one (H3-H4)2 tetramer. The experiments were performed using yeast extracts, and PCNA was present in the pulldowns. Therefore, it is likely that more than one CAF-1 complex is associated with one (H3-H4) 2 tetramer, giving rise to the results depicted in Fig. 6 .
All authors of this manuscript agree with this request and the information provided in this document. We sincerely apologize for any inconvenience that this may have caused the scientific community. Table 1 have been repeated in our lab and are published (1). Table 1 ). These have not been repeated, but from our experience with other histone chaperones and with CAF-1, we believe that these values would be reproducible.
Details of the original experimental data from

Fig. 2: Binding affinities of CAF-1 for acetylated H3-H4 and tailless H3-H4 (Kds also listed in
Fig. 3: H3-H4 exists mostly as a dimer in solution, not as a tetramer:
This has now been confirmed by other data in the lab using alternative approaches, and also by published work (3). The conclusion that H3-H4 exists mostly as a dimer under physiological salt conditions and at concentrations lower than 1 M is now well established.
Fig. 4b-d: Stoichiometry of the CAF-1•H3-H4 complex:
We and others were unable to reproduce this data, using a variety of approaches. Indeed, using Job Plots, AUC, and SEC-MALS, we concluded that CAF-1 only binds ONE H3-H4 dimer (1). A paper published by another group at the same time reached the same conclusion that CAF-1 bound one H3-H4, based on SEC-MALS, analytical ultracentrifugation (AUC) and native mass spectrometry (Figure 2 in (2) ).
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Fig. 5: Analysis of the CAF-1•H3-H4 complex using SEC-MALS.
We and others were unable to reproduce this result. In repeated experiments, we do NOT see a shift in SEC-MALS of CAF-1 upon addition of histones, as also reported by others (1, 2, 4) . At this stage, we have no explanation for this regrettable discrepancy, apart from the fact that we now have vastly improved our CAF-1 preparations from what was used in 2011. . 6: Pulldown assay of CAF-1 with H3-H4 . The data is consistent with our new interpretation that two CAF-1 molecules can bind to one (H3-H4)2 tetramer. The experiments were performed using yeast extracts, and PCNA was present in the pulldowns. Therefore, it is likely that more than one CAF-1 complex is associated with one (H3-H4) 2 tetramer, giving rise to the results depicted in Fig. 6. 
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